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ENTERED 



4 <:110> APPLICANT: HAFEN, Ernst 

6 <120> TITLE OF INVENTION: In vivo model system for type- 2 diabetes 

8 <130> FILE REFERENCE: 27656/38053 
C--> 10 <140> CURRENT APPLICATION NUMBER: US/10/019 , 0 98 
C--> II <141> CURRENT FILING DATE: 2001-12-20 

13 vl50> PRIOR APPLICATION NUMBER: PCT/IB99/0116 6 

14 vl51> PRIOR FILING DATE: 1999-06-22 
16 *:160> NUMBER OF SEQ ID NOS : 4 

18 <;170> SOFTWARE: Patent In Ver . 2.1 
20 <2I0> SEQ ID NO: 1 
Jl <211> LENGTH: 2907 

2 2 <.2I2> TYPE: DNA 

23 <.2I3> ORGANISM: Drosophila melanogaster 

25 <-400> SEQUENCE: 1 

jh atggcatcaa tatcggatga cggcatggcg ctgagtggct acctcaagaa gctgaagacc 60 
28 atgaagaaga agttctttgt gctgtacgag gagacgagca cttcggcagc ccggctggag 120 
30 tactacgata ccgaaaagaa gttcctgcaa agagccgagc caaaaagggt tatatatctg 180 
32 aagaattgct tcaacatcaa tcgccgtttg gacaccaagc atagatttgt cattgtgctc 240 

3 4 tcctccagag acggtggatt cggcatcgtt ctcyagaacg aaaatgattt acgcaaatgg 300 
36 ttggacaaac tactagttct acaaaggaac atagccaatt cgaatggaac agcgcactca 360 
38 ccttatgacc acgtttggca agttgtcatt caaaagaagg gtatttcgga gaaagttgga 420 
40 atcaccggaa cctaccactg ttgccttact tcaaaatccc tgacattcgt gtgcattgga 480 
4j ccggagaaga cgcccaatgg cgaggatcgc gttgcgagca ttgaaatact tttgaccacg 540 
44 atcaggcgat gcggtcatgc atccccacaa tgtatattct acgtggaact tggccgccaa 600 
46 agtgtcttgg gatctggtga tctgtggatg gagacggata acgcagctat tgctactaat 660 
48 atgcacaaca cgatactgag cgctatgtca gccaaaacag agtcgaacac gaatttaata 720 
50 aacgtttatc agaatagacc tgacttaagt cacgagccca tgagaaagcg atcgtcgtct 780 
52 gcaaacgaag catcgaagcc gataaacgta aatgtcatac aaaatagtca aaactctctc 840 
54 gaattgcgca gctgcagttc gccccataac tatggtttcg gcagagagag atgcgatagc 900 
56 ttaccaacca gaaatggaac cctaagcgag tccagcaatc aaacgtactt tggttccaac 960 
58 catggactgc gatccaatac tatatctggc atccgtccgc actcaaccaa caagcatagt 1020 
60 aatagtccaa cgttcaccat gccattaaga tgctcagaat ccgaagagtc atcaattagt 1080 
62 gtcgatgaat ccgacgacaa cggcagtttt agccactaca gattaaacac gcggtcatct 1140 
64 gagacggcaa ttcctgagga aaacattgat gactttgcca gtgcggaatt atttagcaaa 1200 
66 gtcaccgaac aaaatgtaag tgacgaaaac tacataccga tgaatccagt caatcctacc 1260 
68 gatgctatcc atgaaaagga gaaggctgat atgcagagat tggaagatgc ttcgctgcat 1320 
70 ttcaactttc cggagcacgc gtcggaaaag cttgctaagg attttgatct ggactctgat 1380 
72 aaccaatgct gtcgtcccat tcgcgcctat tcgataggca acaaggttga gcatttaaag 1440 
74 tttaataagc gcctgggaca cttgaatgat acgggacaga atccgaatcg cgtgcgagcc 1500 
76 tactcggttg gctccaaatc gaagataccg cgctgcgacc tgcagcgagt ggtcctcgtg 1560 
78 gaggacaata aacatgagtt cacagcgaat aggagtcaga gtagcattac caaggaagga 1620 
80 accagctatg gcagcagtgc caatcgacaa aagaagtcca caagtgctcc actcctcagt 1680 
82 ctgaagaacc agataaactc cgaccgaatg agtgacttaa tggaaattga tttttcacaa 1740 
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84 gcaaccaatt tggaaaagca gaagttcatc aagaataatg aaattccgaa atacattgaa 1800 
86 aacgtgttcc caaaagcccc gcgaacggat agctccagcc taactctgca cgccacaagt 1860 
88 caaaaggaca ttttcaatgg caccaaacta aataacactg cgatcacatc cgaggatggt 1920 
90 tacctcgaga tgaagccagt cggtaatgga tacactccca gttcgaattg cctgccaatg 1980 
92 aaagtggaga aactcaagct atccgactat cagacagcac cgccactcac cgcaacagcc 2040 
94 gcaccagtgc acgatttaaa caaaattagc acatacaata tatccgctga gaaatggaga 2100 
96 gaacagccca gcagaagcga ggaaaagaag tcgaactcgc cattgaatga caacaccttt 2160 
98 agctcgaaac ccacaaatgt cgagagtaca agcaaaagcc atgatgttca ttcagcaaat 2220 
100 caaattgatt gcgagaaagt gtgcgcgcag agcagcgata agctaaataa tcatctggcc 2280 
102 gacaagattg tcgagaacaa caatttggat ataggcgggc atgaggaaaa gaagttggtt 2340 
104 cattcgataa gcagcgaaga ctacacacaa atcaaggaca aatcgaatga tttcacaaaa 2400 
106 tttaacgaag ccggctacaa aattctgcaa attaaaagcg acagctcact catctcatcg 2460 
108 aagctatacc aaaagggtat acacaaggat aacttggagc gttcgcagag acttacagag 2 520 
110 agtgtgaata cgattcccga taatgccacc gccaccgcgg tgagcagcag ctcactcacc 2580 
112 aaattcaata taaattcagc aaagccagcc gccgccgccg attcgcgtag cactggcaca 2640 
114 gatccaagta caccacagaa cattctacag attaaagatt tgaatttccc ctcaaggtcg 2700 
116 tcgtctcgca tatcccagcc ggagctgcac tacgccagcc tagatcttcc ccattgcagt 2760 
118 ggccaaaatc cagctaaata cctgaagaga ggatcacgcg aatcgccgcc ggtgtccgca 2820 
120 tgcccggagg atgggaatac ctatgcgaaa atcgactttg accaatccga ctcctcttcc 2880 
122 tcctcatcga acatatttaa tacgtaa -907 

129 <210> SEQ ID NO: 2 

130 <211> LENGTH: 2907 

131 <212> TYPE: DNA 

132 <213> ORGANISM: Drosophila melanogaster 

134 <220> FEATURE: 

135 <221> NAME/KEY: CDS 

1.^6 <222> LOCATION: (1)..(2907) 
138 <400> SEQUENCE: 2 
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